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Introduction

Results

Results

There are 338,000 new diagnosis of renal
cell carcinoma (RCC) worldwide each year and
140,000 deaths. Papillary RCC (pRCC)
accounts for 20% of cases and is more often
bilateral and multifocal.
MicroRNA (miRNA) are short segments of
non-coded RNA that act as post transcription
regulators of gene expression. Cell functions
such as proliferation, resisting cell death,
angiogenesis, and metastasis are regulate by
miRNA. There is now a well established role of
miRNA in multiple cancers.

A

The Cancer Genome Atlas is a multiinstitutional, publically available database with
clinical, histopathologic, and molecular
information available.
Aim of this study
Create a novel biomarker to predict survival in
pRCC.

Methods
• 276 patients with pRCC had data available
on The Cancer Genome Atlas (TCGA)
• 1881 miRNA sequences were available for
these patients. Of these 266 sequences had
data on all 276 patients
• Univariate regression analysis was used to
determine sequences of significance
•Rates of miRNA expression were
compared to time with pRCC
•2 sequences were significant
• Hsa-mir-335
• Hsa-mri-5010
• A score was then created which classified
patient’s as high or low score
•Score=-(-0.8*hsa-mir-5010+1.3*hsa-mir-335)
• Kaplan-Meier survival curves were created
using R packages Survival and Servminer

Figure 2: Receiver
operator curve at 2 years.

• Of the 276 patients 62 were
grouped as high risk and 214
as low risk.
• No statistical difference in
age, race, gender
• Kaplan-Meier
curves showed
B
C
D
that the low risk group had
statistically significant
improved recurrence free and
overall survival.
• On Multivariate analysis, high
risk group was a predictor of
survivability (p<0.001).

Table 1: Patient Demographics and Pathology
Characteristics. Comparing high risk score and low risk score.

Figure 3: Multivariate analysis

Conclusions

Figure 1: Kaplan-Meier curve showing the survival probability in
relation to time with diagnosis of PRCC in the high score versus low
score groups. Below shows the number of patients within each score
group over time.

• We identified two miRNA segments which
are reliably predictive of survival with pRCC.
• These could serve as biomarkers in the
future which could be used for tumor
classification, prognosis, and treatment.
• Future directions would include determining
the target mRNAs for the miRNA segments.
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Results
• Average of 995.6 days on AS
• AA 956.4 days and CA 1053 days (p=0.52).
• Average to 2nd bx: 417 days and 3rd bx: 622 days
• Race was not a predictor of upgrade rates on subsequent biopsy
(p=0.86)
• BMI (p=0.22), family history of PCa (p=0.64), PSA at diagnosis
(p=0.2), PSA density (p=0.13), age (p=0.72), were not statically
significant predictors of pathologic upgrade.
• At 3 years of observation 57% AA and 61% CA had no evidence of
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upgrading.
• No patients in this cohort of 274 (70% AA ) patients demonstrated
metastasis or death from prostate cancer over the course of study.
• On Multivariate analysis, number of positive cores was a predictor of
Gleason upgrading (p<0.01).
• On Multivariate analysis greater time on active surveillance was
predictive of Gleason upgrade

Active surveillance (AS) is becoming the de facto
standard of care for men with low risk prostate
cancer. Due to various risk factors, certain groups of
men are deemed to be at higher risk for progression.
These groups are considered by some to be poor
candidates for active surveillance..
Aim of this study
We sought to determine predictors of subsequent
upgrading in a multiracial group of men with low risk
prostate cancer electing active surveillance protocol
as treatment
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A prospective database study was performed at
the South Louisiana Veterans Administration
Medical Center (SLVHCS), New Orleans, LA.
Inclusion criteria for this study were at least two
overall prostate biopsies, with a diagnostic
biopsy demonstrating prostate cancer in any
NCCN risk group. Univariate and multivariate
regressions were performed using R version
3.5.1 (Berkeley, CA). The specific tests were
chosen to allow for detection of a significant
risk factor for pathologic upgrade in both
categorical and continuous variables.
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Table 1: Patient Demographics and Diagnostic Biopsy
Characteristics. Comparing AA to CA males starting AS.
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Inclusion Criteria:
• Men who elected for AS as their primary
treatment with low- and very low-risk PCa
(Grade Group 1, PSA<10, ≤CT2a)
• Patients who have undergone at least one
prostate biopsy (Bx) subsequent to their
diagnostic Bx.
• Of a database of 274 men on AS (70% AA),
158 men met inclusion
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Figure 1: Subsequent Biopsy Results. Comparing bx
results between AA and CA males on AS.
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Conclusions

• We demonstrated no difference in the rate of upgrading
between African American men and Caucasians electing
Active Surveillance.
• Active Surveillance appears to be a safe and reasonable
treatment option for African American men with similar
outcomes to Caucasian men
• Number of positive cores was found to be a predictor of
upgrading
• Time on Active Surveillance was a predictor of biopsy
upgrading
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Introduction
In the formation of cancer, DNA alterations
known as driver mutations promote
carcinogenesis, giving cells an invasive and
malignant phenotype. Two of the most common
mutations in clear cell renal cell carcinoma
patients are located in either mTOR or PTEN
genes. These alterations have led to targeted
therapies and FDA approved medications in the
metastatic setting. However, these treatments
are never curative and further sub-classification
may provide additional diagnostic and/or
therapeutic assistance.
Aim of this study
•Identify subset populations in patients with
clear cell renal cell carcinoma (ccRCC) based
on mTOR or PTEN mutational status to
determine additional diagnostic criteria.

Results

Figure 1a: Comparing overall survival of patients with
alterations in the nNOS pathway vs control

• Through looking at the TCGA database we found a
substantial percentage of patients had PTEN or mTOR
mutations, yet this did not affect overall survival (p=0.1).
• However in subset analysis, we identified that
decreased expression in the nNOS signaling pathway
with alterations found in 261 out of 448 cases worsened
overall survival (Figure 1a).
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• Patients without
a common
mTOR/PTEN
mutation
in
specific nNOS pathway genes show decreased overall
survival (Figure 1b). Cases showed 8%, 3%, and 1.8%
alterations for DAG1, DMD, and NOS1 genes
respectively, key players in the nNOS pathway.
• This was confirmed as we found with ccRCC, RNA
expression was greatly decreased for NOS1, a key
player of the nNOS Pathway (Figure 2).

Conclusions
Patients with nNOS signaling pathway and wild type
PTEN/mTOR have significantly worse survival than
other ccRCC patients. These mutations may be
utilized as biomarkers in the future for determining
the risk of disease progression unique to mTOR or
PTEN mutations.

Methods
• We used cBio Portal, an open genomic
database compiled from the NIH-funded
Cancer Genome Atlas (TCGA) to
determine survivability, number of patients
with alteration,
• mRNA expression was collected from the
Cancer RNA-Seq Nexus (CRN) which pulls
data from the TCGA database.
• Statistical analysis and graph creation was
performed using R v3.4.2 injunction with R
studio.

Results

Figure 1b: Comparing patients that have nNOS pathway
alterations but without mTOR/PTEN mutations vs control

•By targeting the nNOS
pathway, we may
]
produce clinically
meaningful improvement
in patient outcomes.
•Moving forward. we plan
to perform miRNA array,
Western blot, and
proliferation analysis to
determine mechanism
associated with this.
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Introduction

Results

There are 338,000 new diagnosis of renal
cell carcinoma (RCC) worldwide each year and
140,000 deaths. Clear cell RCC (ccRCC)
accounts for the majority of cases.

AUC=64.7

MicroRNA (miRNA) are short segments of
non-coded RNA that act as post transcription
regulators of gene expression. Cell functions
such as proliferation, resisting cell death,
angiogenesis, and metastasis are regulate by
miRNA. There is now a well established role of
miRNA in multiple cancers.

• 466 patients with ccRCC had data available
on The Cancer Genome Atlas (TCGA)
• 1881 miRNA sequences were available for
these patients. Of these 363 sequences had
data on all 466 patients
• Univariate regression analysis was used to
determine sequences of significance
•Log2 miRNA expression was compared to
time with ccRCC
•4 sequences were significant
• Hsa-mir-204
• Hsa-mir-181a-1
• Hsa-mir-29b-1
• Hsa-let-7d
• A score was then created which classified
patient’s as high, medium, or low score
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Figure 2: Receiver
operator curve at 2 years.

• No statistical difference in age, race, gender
• Kaplan-Meier curves showed that the low risk group
had statistically significant improved overall survival .
• On Multivariate analysis, high risk group was a
predictor of poor survivability (HR 2.47, p<0.001).

The Cancer Genome Atlas is a multiinstitutional, publicly available database with
clinical, histopathologic, and molecular
information available.
Aim of this study
Create a novel biomarker to predict survival in
ccRCC.

Methods

Results

Table 1: Patient Demographics and Pathology
Characteristics. Comparing high risk, medium risk, and low risk
cohorts

Figure 3: Multivariate analysis

Conclusions

Figure 1: Kaplan-Meier curve showing the overall survival probability
in relation to time with diagnosis of ccRCC in the high score versus
medium score vs low score groups.

• We identified four miRNA segments which
are reliably predictive of survival with
ccRCC.
• These could serve as biomarkers in the
future which could be used for tumor
classification, prognosis, and treatment.
• Future directions would include determining
the target mRNAs for the miRNA segments.
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BACKGROUND

Are Long-Term Outcomes for Augmentation Urethroplasty Durable ?

Primary Outcome: Stricture Free Survival (SFS) for Augmentation Urethroplasty
Secondary Outcomes
1) Stricture Free Survival difference based on definition of failure
a) 6 studies defined failure as need for intervention
b) 4 studies defined failure as evidence of stricture on cystoscopy or
urethrography
2) Stricture Free Survival of Augmentation Urethroplasty among patients without
hypospadias or lichen sclerosus à “Best Case Scenario”

• Total of 10 studies included in analysis

METHODS

1. Adult studies > 18 years
2. Augmentation urethroplasty included BMG
(dorsal/ventral onlay, inlay, double buccal)
& penile/preputial skin grafts and flaps
3. Follow up in cohort at least 100 months in
upper limit of range of follow up

Identification

Inclusion Criteria

Fig. 1: PRIMSA Diagram for inclusion and
exclusion of studies in the meta-analysis

Exclusion Criteria

1. Upper limit range of follow up < 100 mos.
2. Age < 18 years
3. Augmented Anastomotic Urethroplasty,
staged urethroplasty, non-penile skin/BMG
4. Non-granular data to allow for metaanalysis

Records identified
through PubMed
(n = 1,251)

Additional records
identified through
Embase/MEDLINE
(n =1,126 )

Records after duplicates
removed
(n = 1,302)
Screening

Systematic Literature Review
PRISMA Guidelines

Abstracts
screened
(n =103)
Full-text articles
assessed for
eligibility
(n =34)
Studies included
in qualitative
synthesis
(n =10)
Studies included
in quantitative
synthesis (metaanalysis)
(n = 10)

• Full Model- total 954 patients
Ø 1 year SFS 94.8%
Ø 5 year SFS 76.6%
Ø 10 year SFS 58.7%
Ø 15 year SFS 45%
Fig 3: Estimated Kaplan-Meier curve overlay on the survival
rates from each study included in the meta-analysis

Fig 4: A) Effect size of each study using the
need for instrumentation after
urethroplasty as definition of failure.
A)

Fig 4B. Effect size of each study, using
recurrent stricture on routine urethrography
or cystoscopy as definition of failure
B)

• No difference in SFS
comparing definitions of
Urethroplasty Failure(p=0.132)

Fig. 5: Sub-Analysis - Urethroplasty survival rates excluding studies using penile/ preputial skin grafts
or series with patients with a history of hypospadias or lichen sclerosus
• Augmentation Urethroplasty Success Rates excluding potential
confounders.
• Best Case Scenario of Long term Outcomes
• Potential confounders excluded
• penile/preputial skin grafts
• history of hypospadias or lichen sclerosus

RESULTS

Eligibility

•

Excision and Primary Anastomosis (EPA) à durable success 86% at 15 years1
Augmentation Urethroplasty long-term outcomes unclear
Interim Success à 83-88.8%2,3 at 48-60 mo.
Techniques have evolved since Andrich et al 2003, long-term follow-up series
• 15 year re-stricture rate à 58%

Included

•
•

RESULTS

METHODS

Long-Term Outcomes of Urethroplasty are not well defined:

Abstract 19-1948

Figure 2: Funnel Plots indicating the
All Included Studies
presence of publication
bias among
the studies for all 10 studies in the
analysis,
I2 = 85.66%

Ø 1 year SFS à 96.9%
Ø 5 year SFS à 85.7%
Ø 10 year SFS à 73.5%
Ø 15 year SFS à 63%

CONCLUSIONS
Records
excluded
(n =1,199)
Full-text articles
excluded
(n = 24)
•Upper limit range of
follow up <100 months
•Inability to exclude
multi-stage
urethroplasty,
anastomotic and
augmented anastomotic
urethroplasty from
substitution cohort
•Censor points not
available
•Incomplete data
available

• The long-term success of Augmentation Urethroplasty appears to not
be durable -- even amongst highly selected series.
• AU appears to have progressive attrition over time.
• Prospective studies and continued long-term follow-up of urethroplasty
patients using contemporary surgical techniques are needed.
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Introduction
• Although Testosterone replacement therapy (TRT) is an
effective treatment for hypogonadism, recent concerns
regarding its safety have been raised.
• In 2015, the US Food and Drug Administration issued a
warning about potential cardiovascular risks resulting from
TRT. Fertility preservation is another potential concern
especially for men in reproductive age.
Objective
• To assess the effect of Selective Estrogen Receptor
Modulator (SERM), Aromatase Inhibitor (AI), human
Chorionic Gonadotrophin (hCG) and varicocele repair on
Total Testosterone levels (TT), and hypogonadism via metaanalysis
Methods
• A systematic literature review from 1987 - 2018 via
PubMed, Cochrane review and Web of Science

Figure 1: Mean TT pre-treatment vs post-treatment of AI, CC and hCG

• Studies reported an effect of TT and hypogonadism
following treatment of each modality were selected.

Conclusion
• Non-testosterone therapies are efficacious in men with
hypogonadism. Our results show statistically significant improvement
in both TT and ADAM scores following treatment.

• Hypogonadal symptoms assessed by the androgen
deficiency of the aging male (ADAM) questionnaire was
included.
• Aggregated data was analyzed via Chi-Squared Analysis.

Results
• 35 selected studies: 12 studies evaluated efficacy of AIs, 8 evaluated
SERMs, 5 evaluated hCG and 10 evaluated varicocele repair effects.
• For SERMs, 512 patients with mean age 42.3 ± 1.94 years showed
mean TT pre-treatment vs post-treatment (167.9 ± 202.8 ng/dl vs
366.2 ± 32.3 ng/dl, P< 0.0001 [180.5 - 216.1 95% CI]). SERMs showed
ADAM pre-treatment vs post-treatment 4.95 ± 0.28 vs 5.50 ± 0.19,
P < 0.0001 [0.523 - 0.581 95% CI]).
• For AIs, 375 patients with mean age 54.1 ± 0.67 years showed
mean TT pre-treatment vs post-treatment (167.9 ± 202.8 ng/dl vs
366.2 ± 32.3 ng/dl, P < 0.0001 [180.5 - 216.1 95% CI]).
• For hCG, 196 patients with mean age 41.7 ± 1.5 years showed mean
TT pre-treatment vs post-treatment (284.5 ± 13.6 ng/dl vs 565.6 ±
39.7 ng/dl, P< 0.0001 [275.2 - 287.0 95% CI]). hCG showed ADAM pretreatment vs post-treatment (28.1 ± 2.0 vs 30.9 ± 2.3, P < 0.0001
[2.3 - 13.2 95% CI]).
• For varicocele repair, 1020 patients with mean age 31 ± 0.41 years
showed mean TT pre-treatment vs post-treatment (413.4 ± 10.14
ng/dl vs 516.7 ± 15.48 ng/dl, P < 0.0001 [102.2 - 104.5 95% CI]).

Figure 2: Forest plot for total Testosterone levels post treatments

• Future studies are warranted to further elucidate the relationship
between improved hypogonadism and erectile function in the setting
of non-testosterone based treatment.

